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steroid metabolic process

alcohol metabolic process

plasma lipoprotein particle organization

regulation of lipid metabolic process

protein-lipid complex subunit organization

lipid catabolic process

cellular lipid catabolic process

negative regulation of peptidase activity

regulation of plasma lipoprotein particle levels

negative regulation of hydrolase activity

regulation of cell cycle G2/M phase transition
regulation of cell cycle phase transition

regulation of mitotic cell cycle phase transition

protein transport along microtubule

microtubule-based protein transport

SRP-dependent cotranslational protein targeting to membrane
cell cycle G2/M phase transition

signal transduction involved in DNA integrity checkpoint
signal transduction involved in DNA damage checkpoint
signal transduction involved in cell cycle checkpoint
MRNA catabolic process

SRP-dependent cotranslational protein targeting to membrane
protein targeting to ER

cotranslational protein targeting to membrane

RNA catabolic process

establishment of protein localization to endoplasmic reticulum
viral gene expression

translational initiation

nuclear-transcribed mRNA catabolic process

viral transcription

sterol metabolic process

response to nutrient levels

secondary alcohol metabolic process

cholesterol metabolic process

cholesterol biosynthetic process

secondary alcohol biosynthetic process

regulation of lipid metabolic process

regulation of cell-cell adhesion

gland development

sterol biosynthetic process

ossification

osteoblast differentiation

mesenchyme development

extracellular matrix organization

extracellular structure organization

collagen metabolic process

mesenchymal cell differentiation

regulation of ossification

connective tissue development

embryonic organ development
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